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Table 1- The sugarcane genotypes studied in this research and their origin.
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Table 2- The primers used in PCR reaction and thir sequence and melting tmperature.

.13‘: ID S5 Tm (C°)
\ Opm4 5-CCGCATCTAC-3' 32
Y Opm5 5-GATCACCGCC -3' 34
" Opm8 5-TGGACCGGTG -3' 34
¥ Opm15 5-GACGGATCAG -3' 32
5 Opm16 5-CACACTCCAG -3' 32
S Opm17 5-TTCCCCCCAG -3' 34
N Opm20 5-ACTTCGCCAA -3' 32
A Opm21 5-GGTCGGAGAA -3' 32
q Opm27 5-CTGCATCGTG -3' 32

Ve Opm29 5- TGTAGGTGGG-3' 32
\\ Opm33 5-GTCGCCGTCA -3' 34
\y Opm35 5-TGAGCGGACA -3' 32
™ Opm36 5-ACCTGAACGG -3' 32
\e Opm37 5- TTGGCACGCG-3' 34
\0 Opa08 5-GTGACGTAGG -3' 32
\$ Opm35 5-GTGACATGCC -3' 32
vy Opm42 5-CACCGTATCC -3' 32
A Opm48 5-GAGAGCCAAC -3' 32
\4 Opm55 5-AATGGCGCAG -3' 32
Y. Opa-02 5-TGCCGAGCTG -3' 32
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Table 3- Number of bands formed and percentage of polymorphism

e doss bl sl 1SS bl sl
() 5 o ol ol sy

100 2 2 opm4 1
100 3 3 opm5 2
100 2 2 opm8 3
100 2 2 opml5 4
100 5 5 opml6é 5
100 4 4 opml7 6
100 2 2 opm20 7
100 3 3 opm2l 8
0 0 1 opm27 9
100 2 2 opm29 10
100 2 2 opm33 11
100 1 1 opm35 12
100 4 4 opm36 13
100 3 3 opm37 14
100 4 4 opm42 15
100 2 2 opm48 16
100 3 3 opms5 17
100 4 4 OPA-02 18
100 2 2 OPA-08 19
100 3 3 OPE-04 20
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Figure 1- Strip pattern of sugarcane genotypes using OPM21 primer in agarose gel
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Figure2- Cluster analysis of sugarcane genotypes based on rapid marker data
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Abstract

This study was performed to analyze the genetic diversity of sugarcane
germplasm in Khuzestan province using the RAPD marker at Islamic Azad
University, Ahvaz Branch, Iran. The sample size was 48 genotypes from the
sugarcane germplasm of Khuzestan province. DNA extraction from leaves was
performed using the potassium acetate SDS method. DNA quality test was
done with electrophoresis (Agarose gel 1%) and DNA quantity was determined
by spectrophotometer (Model: UV-Vis Camspec M350). Sixteen primers were
selected for PCR and statistical analysis was performed by the NTSYS
software. The Jaccard coefficient was used to determine the similarity of
populations and the similarity matrix obtained by the UPGMA algorithm.
After PCR, 54 fragments were amplified; among them, 53 bands (98%) were
polymorph. OPM16 showed the highest band number (5 bands) and OPM36,
OPM24 and OPAQ02 showed 4 bands. AIll primers showed 100%
polymorphism except OPM27. According to cluster analysis, genotypes are
divided into 4 groups. Three groups included a genotype and one group
included 45 genotypes.

Keywords: Germplasm, Polymorphism, Genotype, PCR
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